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    License specifics in last slide 
 
Back of the envelope calculation of the size of the problem 
 
“Consider that if there were 30 000 deployed next-
generation sequencers, FT-ICR mass 
spectrometers, and NMR instruments across the 
country dedicated to biomedical research, and that 
each of these produced 100 GB/day of data (on 
average), then these instruments would produce 
around 1096 PB of data per year.” 
LeDuc et al. (2013), JAMIA. doi:10.1136/amiajnl-2013-002059. 
Next Generation Sequencers World-Wide 
02/26/2014 http://omicsmaps.com/ (no copyright terms specified) 
Typical Project 
Proteogenomics: Top down vs. Bottom up Proteomics 
NCGAS: projects and extended consultations 
Slow Accumulation of Repeat Users 
Two Examples 
NCGAS Projects CIPRES Users 
Thanks! 
• The research described here was supported by a number of grant award: 
• NCGAS: 1062432 
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License Terms 
• Please cite as: LeDuc, R.L.. 2014. Tackling Big Genomics Data. Slides from Richard LeDuc. 
Internet 2 Global Summit, Denver, CO. 7 April 2014. http://DOI 
• Items indicated with a © are under copyright and used here with permission. Such items 
may not be reused without permission from the holder of copyright except where license 
terms noted on a slide permit reuse.  
• Except where otherwise noted, contents of this presentation are copyright 2014 by the 
Trustees of Indiana University.  
• This document is released under the Creative Commons Attribution 3.0 Unported license 
(http://creativecommons.org/licenses/by/3.0/). This license includes the following terms: You 
are free to share – to copy, distribute and transmit the work and to remix – to adapt the work 
under the following conditions: attribution – you must attribute the work in the manner 
specified by the author or licensor (but not in any way that suggests that they endorse you 
or your use of the work). For any reuse or distribution, you must make clear to others the 
license terms of this work.  
 
